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Primary data Diversity estimates DPDB database structure DPDB database structure DPDB Approach The creation and maintenance of bioinformatics resources is an essential part of the today's population genetics research.
The abundance of nucleotide sequences in public databases can be used to carry out genetic diversity estimates in a large number of genes and species, thus obtaining a first description of large-scale nucleotide variation patterns
The reliability of these estimates depends on the filtering criteria of source data and the quality parameters associated to any estimate DPDB is the first large-scale database of polymorphism estimates.
On Sept-22 nd it contained polymorphic data from 3030 alignments corresponding to 124 Drosophila species and 595 different genes. 
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